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Global Summary

%DE = 0.05

# genes with fdr < 0.2  = 575  ( 246 + / 329  −)

# genes with fdr < 0.1  = 460  ( 194 + / 266  −)

# genes with fdr < 0.05  = 376  ( 161 + / 215  −)

# genes with fdr < 0.01 = 237  ( 102 + / 135  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = 0.1

<p−value> = 0.25

<fdr> = 0.95
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Regulated Metagenes
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Global Genelist

Rank
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immunoglobulin heavy constant gamma 2 (G2m marker) [Source:HGNC Symbol;Acc:HGNC:5526]

MyoD family inhibitor domain containing [Source:HGNC Symbol;Acc:HGNC:28870]

formin binding protein 1 [Source:HGNC Symbol;Acc:HGNC:17069]

immunoglobulin kappa variable 1−39 (gene/pseudogene) [Source:HGNC Symbol;Acc:HGNC:5740]

immunoglobulin heavy constant alpha 2 (A2m marker) [Source:HGNC Symbol;Acc:HGNC:5479]

tescalcin [Source:HGNC Symbol;Acc:HGNC:26065]

T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

heparin binding EGF like growth factor [Source:HGNC Symbol;Acc:HGNC:3059]

LIM domain only 2 [Source:HGNC Symbol;Acc:HGNC:6642]

SRY−box 11 [Source:HGNC Symbol;Acc:HGNC:11191]

SRY−box 11 [Source:HGNC Symbol;Acc:HGNC:11191]

C−X−C motif chemokine ligand 13 [Source:HGNC Symbol;Acc:HGNC:10639]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

CD44 molecule (Indian blood group) [Source:HGNC Symbol;Acc:HGNC:1681]

T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

ribosomal protein S4, Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

protocadherin 9 [Source:HGNC Symbol;Acc:HGNC:8661]

CD44 molecule (Indian blood group) [Source:HGNC Symbol;Acc:HGNC:1681]

CASP8 and FADD like apoptosis regulator [Source:HGNC Symbol;Acc:HGNC:1876]

RAS related 2 [Source:HGNC Symbol;Acc:HGNC:17271]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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Chromatin states
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GSEA C2

Chromatin states
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MF

5_Tx_Neuronal_Progenitor

PUJANA_BRCA1_PCC_NETWORK

PUJANA_CHEK2_PCC_NETWORK

Overlap_fetal_midbrain_HetRpts

KINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP

4_Tx_ESC_Endoderm

Sha_BL UP

Overlap_fetal_midbrain_ReprPC

CAIRO_HEPATOBLASTOMA_CLASSES_UP

HOPP_Txn_elongation

Gerber_wt/wt_melanoma−cells−SpotA

HSC_4_Tx

T CD8+ naive cells peripheral blood_4_Tx

4_Tx_ESC_Mesoderm

DODD_NASOPHARYNGEAL_CARCINOMA_DN

PUJANA_BRCA2_PCC_NETWORK

HUMMEL_BURKITTS_LYMPHOMA_UP

Tcells peripheral blood_4_Tx

Bcells peripheral blood_4_Tx

RNA binding
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Reference Signatures

Chromatin states
Chromatin states
GSEA C2
HM
HM
Melanoma
Lymphoma

GSEA C2
Colon Cancer
Chromatin states
BP

Sha_DLBCL UP
SPANG_BCL6−index2
ScoV_0.999_Sturm_E4_Mesenchymal_RTK I 'PDGFRA'_DN
Lembcke_TCGA−expr_kmeans_E_CIMP.H_UP_Cluster4_DN
ScoV_0.5_Sturm_C3_Mesenchymal_DN

MCLACHLAN_DENTAL_CARIES_UP
HUMMEL_BURKITTS_LYMPHOMA_DN
SPANG_LPS−index2
WIRTH_EBV B−cells
Mid_Frontal_Lobe_ReprPC

Fetal_TssA

BASSO_CD40_SIGNALING_UP
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_TNFA_SIGNALING_VIA_NFKB
Tirosh_Macrophage specific genes−melanoma

BENTINK_mBL DOWN
MCLACHLAN_DENTAL_CARIES_DN
Pentrack_CRC_TCGA_corr_J_msi−h_UP_mss_DN
Fetal_TxTrans
inflammatory response


